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Academic Career and Positions Held 
After undergraduate studies in my native Australia, I was accepted into the International Max Planck 
Research School for Marine Microbiology in Bremen, Germany, where I did my MSc (2006) and PhD 
(2009) degrees. I stayed at the Max Planck Institute for Marine Microbiology in Bremen as a PostDoc and 
senior scientist in the laboratory of Nicole Dubilier until I established my own research group in 2015 
at the University of Vienna with a competitive Vienna Research Group grant from the Vienna Science 
and Technology Fund (WWTF). This grant came with a tenure track professorship, which began in 
2016. Due to outstanding achievements during assistant professorship, I was invited to apply early for 
tenure and promotion to associate professor, which were awarded in July 2020. I established the Early- 
Career Scientist Committee for the International Society for Microbial Ecology (ISME) and was inaugural 
chair from 2019–2021. Activities included organizing the virtual Unity in Diversity meeting in 2020. I am  
a member of ISME’s International Board since 2020. In 2021, I became Editor-in-Chief of The ISME  
Journal. I am also a member of the FWF Board (Kuratorium), and member of the Young Academy of the 
Austrian Academy of Sciences (ÖAW).

Scientific Achievements and Scientific Contribution to the CoE
Scientific Achievements. I have published 33 papers in peer-reviewed journals (including as first or last author 
in Nature, Nature Microbiology, eLife, PNAS; 963 total citations, WoS h-Index 19). I have given 30 invited 
talks at national or international conferences and institutions, and chaired two international conferences. I have 
acquired more than 4 million € in third-party funding, including an ERC Starting Grant in 2018. I have led 
major breakthroughs in understanding the diversity, function, and genomic basis of host-microbe interactions 
in marine chemosynthetic symbioses. These symbioses form the basis of entire ecosystems in the deep sea, 
and play important roles in maintaining coastal ecosystem health. I recently established and lead an international 
consortium of researchers that will, through the Wellcome Sanger Aquatic Symbiosis Genomics program, 
sequence the genomes of 50 lucinid clams and their chemosynthetic symbionts.

Scientific Contribution to the CoE. I bring more than 10 years’ experience studying host-microbe 
interactions in natural environments from the deep sea to coastal ecosystems. I have established methods for 
studying these systems in the lab in experimental aquaria, and in natural environments. I bring expertise in 
understanding the evolution and the genomic basis of host-microbe interactions in non-traditional model 
organisms. A particular strength of the experimental systems in my lab is their strong links to the environment, 
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making them ideal for understanding how environmental factors drive host-microbe interactions from 
ecological to evolutionary timescales.
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