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Academic Career and Positions Held 
I earned a Master’s degree (Diploma) in microbiology in 1999 from the Technical University of Munich, 
Germany and received my PhD from the same institution in 2003. Subsequently, I was awarded a Marie Curie 
postdoctoral fellowship and joined the newly founded Department of Microbial Ecology at the University 
of Vienna, Austria, where I established my own research group in 2006 based on third-party grants. I later 
received my habilitation (2012) and the Young Scientist Award of the City of Vienna (2012). After holding 
positions as Assistant Professor (2009-2013) and Associate Professor (2013-2017), I became a Professor 
for Microbial Communities (2017) at the University of Vienna. I currently serve as deputy head of the 
Department of Microbiology and Ecosystem Science at the Centre for Microbiology and Environmental 
Systems Science of the University of Vienna, deputy operational director of the Joint Microbiome Facility 
of the University of Vienna and Medical University of Vienna, and executive committee member of AMICI 
- the Austrian Microbiome Initiative. Furthermore, I am faculty member of the Austrian Polar Research 
Institute, member of the scientific advisory committees of the Centre for Arctic Gas Hydrate, Environment 
and Climate at the Arctic University of Norway, Tromsø and the microbiome company BiomeDx, Vienna, and 
senior editor of The ISME Journal.

Scientific Achievements and Scientific Contribution to the CoE
Scientific Achievements. Since 2002, I have published 96 peer-reviewed papers that have been cited >10,000 
times (WoS; Oct. 2022). I have an h-factor of 53 (WoS). Since 2004, I obtained 13 research grants as PI (total 
budget >4.3 million €) and I have been supervisor for 13 fellowship projects (approx. 1.2 million €). My research 
addresses the microbial ecology of diverse anerobic environments such as wetlands, sediments, and the intestinal 
tract, with emphasis on the role of sulfur microorganisms in nutrient cycling & greenhouse gas emissions and 
for human health. Recent highlights of our research include the identification and characterization of yet 
uncultivated bacteria that use DNA as a nutrient in marine sediments and the discovery of a green-diet-
derived sulfosugar as selective microbial nutrient and new source of hydrogen sulfide in the human gut.

Scientific Contribution to the CoE. I will contribute to our cluster with my long-standing expertise 
in microbial sulfur cycling, in the ecophysiology of diverse host-associated (human) and environmental 
microbiomes, and in developing and applying molecular and isotope-probing methods for structure-function 
analyses of uncultivated microorganisms. I will lead a research project on selective sulfur nutrients and 
their potential for precision editing of beneficial microbiome functions and be further involved as Co-PI 
or advisor in several other projects.
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